SEQUENCE LISTING 
<110> RenoMedix ln$t. Inc. 

<120> Agent for treating prion disease and production method thereof 

<130> PCT2185RM 

<150> JP2004- 100649 
<151> 2004H)3-30 

<160> 41 

<170> Patentln version 3. 1 

<210> 1 
<211> 1509 
<212> ONA 

<213> Artificial Sequence 
<220> 

<223> Anti-PrP mAb H chain 
<400> 1 

gaattcgccc ttctaatacg actcactata gggcaagcag tggtatcaac gcagagtacg 60 

cgggaacata tgtccaatgt cctctccaca ggcactgaac acactgactc taaccatggg 120 

atggagctgg atctttctcc tcttcctgtc aggaactgca ggtgtcctct ctgaggtcca 180 

gctgcaacag tctggacctg aggtggtgaa gcctggggct tcattgaaga taccctgcaa 240 

ggcttctgga tacacattca ctgactacaa catggactgg gtgaagcaga gccatggaaa 300 

gagccttgag tggattggag atattaatcc taacaatggt ggtactatct acaaccacaa 360 

cttcacggac aaggccacat tgactgtaga caagtcctcc agcacagcct acatggagct 420 

ccgcagcctg acatctgagg acactgcagt ctattactgt gcaagggcta cttcgttagt 480 

agaotttgac tactggggco aaggcaccac tctcacagtc tcctcagcca aaacgacaco 540 

cccatctgtc tatccactgg cccctggatc tgctgcccaa actaactcca tggtgaccct 600 

gggatgcctg gtcaagggct atttccctga gccagtgaca gtgacctgga actctggatc 660 

cctgtccagc ggtgtgcaca ccttcccagc tgtcctgcag tctgacctct acactctgag 720 

cagctcagtg actgtcccct ccagcacctg gcccagccag accgtcacct gcaacgttgc 780 

ccacccggcc agcagcacca aggtggacaa gaaaattgtg cccagggatt gtggttgtaa 840 

gocttgcata tgtacagtcc cagaagtatc atctgtcttc atcttcccoc caaagcccaa 900 

ggatgtgctc accattactc tgactcctaa ggtcacgtgt gttgtggtag acatcagcaa 960 

ggatgatccc gaggtccagt tcagctggtt tgtagatgat gtggaggtgc acacagctca 1020 

gacgcaacGG cgggaggagc agatcaacag cactttccgt tcagtcagtg aacttcccat 1080 

. catgcaccag gactggctca atggcaagga gttcaaatgc agggtcaaca gtgcagcttt 1140 

ccctgccccc atcgagaaaa ccatctccaa aaccaaaggc agaccgaagg ctccacaggt 1200 

gtacaccatt ccacctccca aggagcagat ggocaaggat aaagtcagtc tgacctgcat 1260 

gataacaaac ttcttccctg aagacattac tgtggagtgg cagtggaatg ggcagccagc 1320 

ggagaactac aagaacactc agcccatcat ggacacagat ggctcttact tcgtctacag 1380 

caagctcaat gtgcagaaga gcaactggga ggcaggaaat actttcacot gctctgtgtt 1440 

acatgagggc ctgcacaacc accatactga gaagagcctc tcccactctc ctggtaaatg 1500 

agatctcgg 1509 



<210> 2 

<211> 836 

<212> ONA 

<213> Artificial Sequence 



MP5Rec'dPCT/PT029 SEP 2006 

10/594387 



<220> 

<223> Anti-PrP mAb L chain 



<400> 2 

gaattcgccc ttctaatacg 


actcactata gggcaagcag 


tggtatcaac 


gcagagtacg 


fin 


cggggactga tcagtctcct 


caggctgtct cctcaggttg 


cctcctcaaa 


atgaagttgc 




ctgttaggct gttggtgctg 


atgttctgga ttcctgcttc 


cagcagtgat 


gttttgatga 


1 QA 

loU 


cccaaactcc actctccctg 


cctgtcagtc ttggagatca 


agcctccatc 


tcttgcagat 


Oiin 


ctagtcagag cattgtacat 


actaatggaa acacctattt 


agaatggttc 


ctgcagaaac 


oUU 


caggccagtc tcccaagctc 


ctgatctaca aagtttccaa 


ccgattttct 


ggggtcccag 


360 


acaggttcag tggcagtgga 


tcagggacag atttcacact 


caagatcagc 


agagtggagg 


420 


ctgaggatct gggagtttat 


tactgctttc aaggttcact 


tgttccgtac 


acgttcggag 


480 


eesesaccaa ectggaaata 


aaacgggctg atgctgcacc 


aactgtatcc 


atcttcccac 


540 


cctcgagtga gcagttaaca 


tctggaggtg cctcagtcgt 


gtgcttcttg 


aacaacttct 


600 


accccaaaga catcaatgtc 


aagtggaaga ttgatggcag 


tgaacgacaa 


aatggcgtcc 


660 


tgaacagttg gactgatcag 


gacagcaaag acagcaccta 


cagcatgagc 


agcaccctca 


720 


cgttgaccaa ggacgagtat 


gaacgacata acagctatac 


ctgtgaggcc 


actcacaaga 


780 


catcaacttc acccattgtc 


aagagcttca acaggaatga 


gtgttaagga 


tccgcg 


836 


<210> 3 
<211> 1458 
<212> DNA 

<213> Artificial Sequence 








<220> 

<223> Anti-PrP mAb H 


chain 








<400> 3 

gaattcgccc ttctaatacg 


actcactata gggcaagcag 


tggtatcaac 


gcagagtacg 


60 


cgggactcta accatggaat 


ggatctggat ctttctcttc 


atcctgtcag 


gaactgcagg 


120 


tgtccaatcc caggttcagc 


tgctgcagtc tggagctgaa 


ctggcgaggc 


ctggggcttc 


180 


agtgaagctg tcctgcaagg 


gttctggcta caccttcaca 


agctatagta 


taagttgggt 


240 


gaagcagaga actggacagg 


gccttgagtg gattggagag 


atttatccta 


gaagtggtaa 


300 


tacttactac aatgagaagt 


tcaaggacaa ggccacactg 


actgcagaca 


aatcctccag 


360 


cacagcgtac atggagctcc 


gcagcctgac atctgaggac 


tctgcggtct 


atttctgtgc 


Ann 
420 


aacggattac ctgtttgctt 


actggggcca agggacgctg 


gtcactgtct 


ctgcagccaa 


A on 


aacgacaccc ccatctgtct 


atccactggc ccctggatct 


gctgcccaaa 


ctaactccat 




ggtgaccctg ggatgcctgg 


tcaagggcta tttccctgag 


ccagtgacag 


tgacctggaa 


DUU 


ctctggatcc otgtccagog 


gtgtgcacac cttcccagct 


gtcctgcagt 


ctgacctcta 


DDU 


cactctgagc agctcagtga 


ctgtcccctc cagcacctgg 


cccagccaga 


ccgtcacctg 




caacgttgcc cacccggcca 


gcagcaccaa ggtggacaag 


aaaattgtgc 


ccagggattg 


Tftft 
lO\J 


tggttgtaag ccttgcatat 


gtacagtccc agaagtatca 


tctgtcttca 


tcttcccccc 


840 


aaagcccaag gatgtgctca 


ccattactct gactcctaag 


gtcacgtgtg 


ttgtggtaga 


900 


catcagcaag gatgatcccg 


aggtccagtt cagctggttt 


gtagatgatg 


tggaggtgca 


960 


cacagctcag acgcaacccc 


gggaggagca gatcaacagc 


actttccgtt 


cagtcagtga 


1020 


acttcccato atgcaccagg 


actggctcaa tggcaaggag 


ttcaaatgca 


gggtcaacag 


1080 


tgcagctttc cctgccccca 


tcgagaaaac catctccaaa 


accaaaggca 


gaccgaaggc 


1140 



tccacaggtg tacaccattc cacctcccaa ggagcagatg gccaaggata aagtcagtct 1200 

gacctgcatg ataacaaact tcttccctga agacattact gtggagtggc agtggaatgg 1260 

gcagccagcg gagaactaca agaacactca gcccatcatg gacacagatg gctcttactt 1320 

cgtctacagc aagctcaatg tgcagaagag caactgggag gcaggaaata ctttcacctg 1380 

ctctgtgtta catgagggcc tgcacaacca ccatactgag aagagcctct cccactctcc 1440 

tggtaaatga gatctcgg 1458 

<210> 4 

<211> 757 

<212> DNA 

<213> Artificial SeqMence 
<220> 

<223> Anti-PrP mAb L chain 

<400> 4 



gaattcgccc 


ttattgtcat 


tgcagtcagg actcagcatg gacatgaggg ctcctgcaca 


60 


gatttttggc 


ttcttgttgc 


tcttgtttcc aggtaccaga tgtgaoatcc agatgaccca 


120 


gtctccatcc 


tccttatctg 


cctctctggg agaaagagtc agtctcactt gtogggcaag 


180 


tcaggacatt 


ggtagtagtt 


taaactggct tcaacaggaa ccagatggaa ctattaaacg 


240 


cctgatctac 


gccacatcca 


gtttagattc tggtgtcccG aaaaggttca gtggcagtag 


300 


gtctgggtca 


gattattctc 


tcaccatcag cagccttgag tctgaagatt ttgtagacta 


360 


ttactgtctg 


caatatgcaa 


aatctccgta cacgttcgga ggggggacca agctggaaat 


420 


aaaacgggct 


gatgctgcac 


caactgtatc catcttccca ccctcgagtg agcagttaac 


480 


atctggaggt 


gcctcagtcg 


tgtgcttctt gaacaacttc taccccaaag acatcaatgt 


540 


caagtggaag 


attgatggca 


gtgaacgaca aaatggcgtc ctgaacagtt ggactgatca 


600 


ggacagcaaa 


gacagcacct 


acagcatgag cagcaccctc acgttgacca aggacgagta 


660 


tgaacgacat 


aacagctata 


cctgtgaggc cactcacaag acatcaactt cacccattgt 


720 


caagagcttc 


aacaggaatg 


agtgttaagg atccgcg 


757 



<210> 5 

<211> 1560 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Anti-PrP mAb H chain 

<400> 5 



gaattcgccc 


ttctaatacg 


actcactata gggcaagcag tggtatcaac gcagagtacg 


60 


cggggagctc 


tgaoagagga 


ggccagtcct ggaattgatt cctagttcct cacgttcagt 


120 


gatgagtatt 


gatcacagac 


ccctcaccat gaacttcggg ctcagattga ttttccttgt 


180 


cctcacttta 


aaaggtgtcc 


agtgtgacgt gaagctggtg gagtctgggg aaggcttagt 


240 


gaagcctgga 


gggtccctga 


aactctcctg tgcagcctct ggaatcactt tcagtaggta 


300 


tgccatgtct 


tgggttcgcc 


agactccaga gaagaggctg gagtgggtcg catacattag 


360 


tagtggtggt 


gattacatca 


actatgcaga cactgtgaag ggccgattca ccatctccag 


420 


agacaatgcc 


aggaacaccc 


tgtacctgca aatgagcagt ctgaagtctg aggacacagc 


480 


catgtattac 


tgtacaagag 


taactccata ttggtacttc gatgtctggg gcacagggac 


540 


cacggtcacc 


gtctcctcag 


ccaaaacaac agccccatcg gtctatccac tggcccctgt 


600 


gtgtggaggt 


acaactggct 


cctcggtgac tctaggatgc ctggtcaagg gttatttccc 


660 


tgagccagtg 


accttgacct 


ggaactctgg atccctgtcc agtggtgtgc acaccttccc 


720 



agctctcctg cagtctgacc tctacaccct cagcagctca gtgactgtaa cctcgagcac 780 

ctggcccagc cagtccatca cctgcaatgt ggcccacccg gcaagcagca ccaaggtgga 840 

caagaaaatt gagcccagag ggcccacaat caagccctgt cctccatgca aatgcccagc 900 

acctaacctc ttgggtggac catccgtctt catcttccct ccaaagatca aggatgtact 960 

catgatctcc ctgagcccca tagtcacatg tgtggtggtg gatgtgagcg aggatgaccc 1020 

agatgtccag atcagctggt ttgtgaacaa cgtggaagta cacacagctc agacacaaac 1080 

ccatagagag gattacaaca gtactctccg ggtggtcagt gccctcccca tccagcacca 1140 

ggactggatg agtggcaagg agttcaaatg caaggtcaac aacaaagacc tcccagcgcc 1200 

catcgagaga accatctcaa aacccaaagg gtcagtaaga gctccacagg tatatgtctt 1260 

gcctccacca gaagaagaga tgactaagaa acaggtcact ctgacctgca tggtcacaga 1320 

cttcatgcct gaagacattt acgtggagtg gaccaacaac gggaaaacag agctaaacta 1380 

caagaacact gaaccagtcc tggactctga tggttcttac ttcatgtaca gcaagctgag 1440 

agtggaaaag aagaactggg tggaaagaaa tagctactcc tgttcagtgg tccacgaggg 1500 

tctgcacaat caccacacga ctaagagctt ctcccggact ccgggtaaat gagatctcgg 1560 

<210> 6 
<211> 815 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Ant i -Pr P mAb L cha I n 
<400> 6 

gaattcgccG ttaagcagtg gtatcaacgc agagtacgcg gggagctgcc aggagcctaa 60 

taaagcatcc tctcttccag ctctcagaga tggagacaga cacactcctg ctatgggtgc 120 

tgctgctctg ggttccaggt tccacaggtg acattgtgct gacccaatct ccagcttctt 180 

tgggtgtgtc tctagggcag agggccacca tatcctgcag agcoagtgaa agtgttgata 240 

gttatggcaa tagttttatg cactggtaoc agcagaaacc aggacagcca cccaaagtcc 300 

tcatctatcg tgcatccaat cgagaatctg ggatccctgc caggttcagt ggcagtgggt 360 

ctaggacaga cttcaccctc accattaatc ctgtggaggc tgatgatgtt gcaacctatt 420 

actgtcagca aagtaatgag gatccgtata cattcggagg ggggaccaag ctggaaataa 480 

aacgggctga tgctgcacca actgtatcca tcttcccacc ctcgagtgag cagttaacat 540 

ctggaggtgc ctcagtcgtg tgcttcttga acaacttcta ccccaaagac atcaatgtca 600 

agtggaagat tgatggcagt gaacgacaaa atggcgtcct gaacagttgg actgatcagg 660 

acagcaaaga cagcacctac agcatgagca gcaccctcac gttgaccaag gacgagtatg 720 

aacgacataa cagctatacc tgtgaggcca ctcacaagac atcaacttca cccattgtca 780 

agagcttcaa caggaatgag tgttaaggat ccgcg 815 



<210> 7 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Adapter sequence 

<400> 7 

aagcagtggt atcaacgcag agtacgcggg 



30 



<210> 8 



<211> 45 

<212> ONA 

<213> Artificial Sequence 

<220> 

<223> Universal primer 

<400> 8 

ctaatacgac tcactatagg gcaagcagtg gtatcaacgc agagt 45 

<210> 9 

<211> 36 

<212> ONA 

<213> Artificial Sequence 
<220> 

<223> 5* RACE primer 

<400> 9 

tcactcgagg gtgggaagat ggatacagtt ggtgca 36 



<210> 10 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR primer 

<400> 10 

accctcgagt gagcagttaa catctggagg tg 



<210> 11 

<211> 36 

<212> DNA 

<213> Artificial Sequence 



32 



<220> 

<223> PGR primer 
<400> 1 1 

cgcggatcct taacactcat tcctgttgaa gctctt 36 



<210> 12 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5' RACE primer 

<400> 12 

cttgaccagg catcccaggg tea 23 



<210> 13 

<211> 25 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> PGR primer 

<400> 13 

cctggatctg ctgcccaaac taact 25 



<210> 14 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR primer 



<400> 14 

cggaaagtgc tgttgaactg ctcct 



25 



<210> 15 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR primer 

<400> 15 

aggtgcacac agctcagacg caac 24 



<210> 16 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR primer 

<400> 16 

ccgagatctc atttaccagg agagtgggag agg 33 



<210> 17 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR primer 

<400> 17 

cggagatttt gcatattgca gcagt 25 



<210> 18 

<2n> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR primer 

<400> 18 

aatagtctac aaaatcttca gactcaag 28 



<210> 19 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR primer 

<400> 19 

cagtctcact tgtcgggcaa gtc 23 



<210> 20 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR primer 

<400> 20 

atctaaactg gatgtggcgt agatca 26 



<210> 21 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PGR primer 



<400> 21 

gagccagtga ccttgacctg gaa 



<210> 22 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> 5' RACE primer 
<400> 22 

cacattgcag gtgatggact ggc 



<210> 23 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PGR primer 



<400> 23 

agtacacagc tcagacacaa acc 



<210> 24 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PGR primer 



<400> 24 

ctcatccagt cctggtgctg gat 



<210> 25 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PGR primer 



<4aO> 25 

ccgagatotc atttacccgg agtc 



<210> 26 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PGR primer 



<400> 26 

attgtcattg cagtcaggac tcagca 



<210> 27 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PGR primer 



<400> 27 

actcagcatg gacatgaggg ctcc 



<210> 28 

<211> 84 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Forward primer for RT-PCR 
<400> 28 

aagcaagagc attttcctga tcaggagccc aaatcttctg acaaaactca cacatcccca 60 
ccgtccccag cacctgaact cctg 84 



<210> 29 

<211> 41 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse primer for RT-PCR 

<400> 29 

cttcgaccag tctagaagca tcctcgtgcg accgcgagag c 41 



<210> 30 
<211> 1443 
<212> DNA 

<213> Artificial Sequence 








<220> 

<223> Chimeric anti-PrP mAb H chain 






<400> 30 
atgtcctctc 


cacaggcact 


gaacacactg 


actctaacca 


tgggatggag ctggatcttt 


60 


ctcctcttcc 


tgtcaggaac 


tgcaggtgtc 


ctctctgagg 


tccagctgca acagtctgga 


120 


cctgaggtgg 


tgaagcctgg 


ggcttcattg 


aagataccct 


gcaaggcttc tggatacaca 


180 


ttcactgact 


acaacatgga 


/-» 4- ^ rr 0+ (T o a CJ 


OdgdgOUd Lg 


gaaagagcct tgagtggatt 


240 


ggagdua Ltd 


d LCU tddCdd 


LggLggUdCL 


at" pi" SlPflSlPP 
a LO LdOddOO 


acaacttcac ggacaaggcc 


300 


avaLLgdCLg 


LdgaUdds 


O LOUdgwdUa 




agctccgcag cctgacatct 


360 


gaggacactg 


cagtctatta 


ctgtgcaagg 


gctacttcgt 


tagtagactt tgactactgg 


420 


ggccaaggca 


ccactctcac 


agtctcctca 


gcgtcgacca 


agggcccatc ggtcttcccc 


480 


ctggcaccct 


cctccaagag 


cacctctggg 


ggcacagcgg 


ccctgggctg cctggtcaag 


540 


gactacttcc 


ccgaaccggt 


gacggtgtcg 


tggaactcag 


gcgccctgac cagcggcgtg 


600 


cacaccttcc 


cggctgtcct 


acagtcctca 


ggactctact 


ccctcagcag cgtggtgacc 


660 


gtgccctcca 


gcagcttggg 


cacccagacc 


tacatctgca 


acgtgaatca caagcccagc 


720 


aacaccaagg 


tggacaagaa 


agttgagccc 


aaatcttgtg 


acagaactca cacatgccca 


780 


ccgtgcccag 


cacctgaact 


cctgggggga 


ccgtcagtct 


tcctcttccc cccaaaaccc 


840 


aaggacaccc 


tcatgatctc 


ccggacccct 


gaggtcacat 


gcgtggtggt ggacgtgagc 


900 


cacgaagacc 


ctgaggtcaa 


gttcaactgg 


tacgtggacg 


gcgtggaggt gcataatgcc 


960 


aagacaaagc 


cgcgggagga 


gcagtacaac 


agcacgtacc 


gggtggtcag cgtcctcacc 


1020 


gtcctgcacc 


aggactggct 


gaatggcaag 


gagtacaagt 


gcaaggtctc caacaaagcc 


1080 


ctcccagccc 


Gcatcgagaa 


aaccatctcc 


aaagccaaag 


ggoagccccg agaaccacag 


1140 


gtgtacaccc 


tgcccccatc 


ccgggatgag 


ctgaccaaga 


accaggtcag cctgacctgc 


1200 


ctggtcaaag 


gcttctatcc 


cagcgacatc 


gccgtggagt 


gggagagcaa tgggcagccg 


1260 


gagaacaact 


acaagaccac 


gCCtCCGgtg 


ctggactccg 


acggctcctt cttcctctac 


1320 


agcaagctca 


ccgtggacaa 


gagcaggtgg 


cagcagggga 


acgtcttctc atgctccgtg 


1380 


atgcatgagg 


ctctgcacaa 


ccactacacg 


cagaagagcc 


tctccctgtc tccgggtaaa 


1440 


taa 










1443 



<210> 31 

<211> 717 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Chimeric anti-PrP mAb L chain 



<400> 31 
atgaagttgc 


ctgttaggct 


gttggtgctg 


atgttctgga 


ttcctgcttc 


cagcagtgat 


60 


gttttgatga 


cccaaactcc 


actctccctg 


cctgtcagtc 


ttggagatca 


agcctccatc 


120 


tcttgcagat 


ctagtcagag 


cattgtacat 


actaatggaa 


acacctattt 


agaatggttc 


180 


ctgcagaaac 


caggccagtc 


tcccaagctc 


ctgatctaca 


aagtttccaa 


ccgattttct 


240 


ggggtcccag 


acaggttcag 


tggcagtgga 


tcagggacag 


atttcacact 


caagatcagc 


300 


agagtggagg 


ctgaggatct 


gggagtttat 


tactgctttc 


aaggttcact 


tgttcGgtac 


360 


acgttcggag 


gggggaccaa 


gctggaaata 


aaacgtacgg 


tggctgcacc 


atctgtcttc 


420 


atcttcccgc 


catctgatga 


gcagttgaaa 


tctggaactg 


cctctgttgt 


gtgcctgctg 


480 


aataacttct 


atcccagaga 


ggccaaagta 


cagtggaagg 


tggataacgc 


cctccaatcg 


540 


ggtaactccc 


aggagagtgt 


cacagagcag 


gacagcaagg 


acagcaccta 


cagcctcagc 


600 


agcaccctga 


cgctgagcaa 


agcagactac 


gagaaacaca 


aagtctacgc 


ctgcgaagtc 


660 


acccatcagg 


gcctgagctc 


gcccgtcaca 


aagagcttca 


acaggggaga 


gtgttag 


717 


<210> 32 
<211> 1431 
<212> DNA 

<213> Artificial Sequence 










<220> 

<223> Chimeric anti-PrP mAb H chain 








<400> 32 
atgagtattg 


atcacagacc 


cctcaccatg 


aacttcgggc 


tcagattgat 


tttccttgtc 


60 


ctcactttaa 


aaggtgtcca 


gtgtgacgtg 


aagctggtgg 


agtctgggga 


aggcttagtg 


120 


aagcctggag 


ggtccctgaa 


actctcctgt 


gcagcctctg 


gaatcacttt 


cagtaggtat 


180 


gccatgtctt 


gggttcgcca 


gactccagag 


aagaggctgg 


agtgggtcgc 


atacattagt 


240 


agtggtggtg 


attacatcaa 


ctatgcagac 


actgtgaagg 


gccgattcac 


catctccaga 


300 


gacaatgcca 


ggaacaccct 


gtacctgcaa 


atgagcagtc 


tgaagtctga 


ggaoacagcc 


360 


atgtattact 


gtacaagagt 


aactccatat 


tggtacttcg 


atgtctgggg 


cacagggacc 


420 


acggtcaccg 


tctcctcagc 


gtcgaccaag 


ggcccatcgg 


tcttccccct 


ggcaccctcc 


480 


tccaagagca 


cctctggggg 


cacagcggcc 


ctgggctgcc 


tggtcaagga 


ctacttcccc 


540 


gaaccggtga 


cggtgtcgtg 


gaactcaggc 


gccctgacca 


gcggcgtgca 


caccttcccg 


600 


gctgtcctao 


agtcctcagg 


actctactcc 


ctcagcagcg 


tggtgaccgt 


gccctccagc 


660 


agcttgggca 


cccagaccta 


catctgcaac 


gtgaatcaca 


agcccagcaa 


caccaaggtg 


720 


gacaagaaag 


ttgagcccaa 


atcttgtgac 


agaactcaca 


catgcccacc 


gtgcccagca 


780 


cctgaactcc 


tggggggacc 


gtcagtcttc 


ctcttccccc 


caaaacccaa 


ggacaccctc 


840 


atgatctccG 


ggacccctga 


ggtcacatgo 


gtggtggtgg 


acgtgagcca 


cgaagaccct 


900 


gaggtcaagt 


tcaactggta 


cgtggacggc 


gtggaggtgc 


ataatgccaa 


gacaaagccg 


960 


cgggaggagc 


agtacaacag 


cacgtaccgg 


gtggtcagcg 


tcctcaccgt 


cctgcaccag 


1020 


gactggctga 


atggcaagga 


gtacaagtgc 


aaggtctcca 


acaaagccct 


cccagccccc 


1080 


atcgagaaaa 


ccatctccaa 


agccaaaggg 


cagccccgag 


aaccacaggt 


gtacaccctg 


1140 



cccccatccc gggatgagct gaccaagaac caggtcagcc 


tgacctgcct 


ggtcaaaggc 


1200 


ttctatccca gcgacatcgc cgtggagtgg gagagcaatg 


ggcagccgga 


gaacaactac 


1260 


aagaccacgc 


ctcccgtgct ggactccgac ggctccttct 


tcctctacag 


caagctcacc 


1320 


gtggacaaga gcaggtggca gcaggggaac gtcttctcat 


gctccgtgat 


gcatgaggct 


1380 


ctgcacaacc actacacgca gaagagcctc tccctgtctc 


cgggtaaata 


a 


1431 


<210> 33 
<211> 717 
<212> DNA 

<213> Artificial Sequence 










<220> 

<223> Chimeric anti-PrP mAb L chain 








<400> 33 
atggagacag 


acacactcct 


gctatgggtg 


ctgctgctct 


gggttccagg 


ttccacaggt 


60 


gacattgtgc 


tgacccaatc 


tccagcttct 


ttgggtgtgt 


ctctagggca 


gagggccacc 


120 


atatcctgca 


gagccagtga 


aagtgttgat 


agttatggca 


atagttttat 


gcactggtac 


180 


cagcagaaac 


caggacagcc 


acccaaagtc 


ctcatctatc 


gtgcatccaa 


tcgagaatct 


240 


gggatccctg 


ccaggttcag 


tggcagtggg 


tctaggacag 


acttcaccct 


caccattaat 


300 


cctgtggagg 


ctgatgatgt 


tgcaacctat 


tactgtcagc 


aaagtaatga 


ggatccgtat 


360 


acattcggag 


gggggaccaa 


gctggaaata 


aaacgtacgg 


tggctgcacc 


atctgtcttc 


420 


atcttcccgc 


catctgatga 


gcagttgaaa 


tctggaactg 


cctctgttgt 


gtgcctgctg 


480 


aataaottct 


atcccagaga 


ggccaaagta 


cagtggaagg 


tggataacgc 


cctccaatcg 


540 


ggtaactccc 


aggagagtgt 


cacagagcag 


gacagcaagg 


acagcaccta 


cagcctcagc 


600 


agcaccctga 


cgctgagcaa 


agcagactac 


gagaaacaca 


aagtctacgc 


ctgcgaagtc 


660 


acccatcagg 


gcctgagctc 


gcccgtcaca 


aagagcttca 


acaggggaga 


gtgttag 


717 


<210> 34 
<211> 1395 
<212> DNA 

<213> Artificial Sequence 










<220> 

<223> Chimeric anti-PrP mAb H chain 








<400> 34 
atggaatgga 


tctggatctt 


tctcttcatc 


ctgtcaggaa 


ctgcaggtgt 


ccaatcccag 


60 


gttcagctgc 


tgcagtctgg 


agctgaactg 


gcgaggcctg 


gggcttcagt 


gaagctgtcc 


120 


tgcaagggtt 


ctggctacac 


cttcacaagc 


tatagtataa 


gttgggtgaa 


gcagagaact 


180 


ggacagggcc 


ttgagtggat 


tggagagatt 


tatcctagaa 


gtggtaatac 


ttactacaat 


240 


gaga agt tea 


aggacaaggc 


cacactgact 


gcagacaaat 


cctccagcac 


agcgtacatg 


300 


gagctccgca 


gcctgacatc 


tgaggactct 


gcggtctatt 


tctgtgcaac 


ggattacctg 


360 


tttgcttact 


ggggccaagg 


gactctggtc 


actgtctctg 


cagcgtcgac 


oaagggccca 


420 


tcggtcttcc 


ccctggcacc 


ctcctccaag 


agcacctctg 


ggggcacagc 


ggccctgggc 


480 


tgcctggtca 


aggactactt 


ccccgaaccg 


gtgacggtgt 


cgtggaactc 


aggcgccctg 


540 


accagcggcg 


tgcacacctt 


cccggctgtc 


otacagtcct 


caggactcta 


ctccctcagc 


600 


agcgtggtga 


ccgtgccctc 


cagcagcttg 


ggcacccaga 


cctacatctg 


caacgtgaat 


660 


cacaagccca 


gcaacaccaa 


ggtggacaag 


aaagttgagc 


ccaaatcttg 


tgacagaact 


720 


cacacatgcc 


caccgtgccc 


agcacctgaa 


ctcctggggg 


gaccgtcagt 


cttcctcttc 


780 



cccccaaaac ccaaggacac cctcatgatc tcccggaccc ctgaggtcac atgcgtggtg 840 

gtggacgtga gccacgaaga ccctgaggtc aagttcaact ggtacgtgga cggcgtggag 900 

gtgcataatg ccaagacaaa gccgcgggag gagcagtaca acagcacgta ccgggtggtc 960 

agcgtcctca ccgtcctgca ccaggactgg ctgaatggca aggagtacaa gtgcaaggtc 1020 

tccaacaaag ccctcccagc ccccatcgag aaaaccatct ccaaagccaa agggcagccc 1080 

cgagaaccac aggtgtacac cctgccccca tcccgggatg agctgaccaa gaaccaggtc 1140 

agcctgacct gcctggtcaa aggcttctat cccagcgaca tcgccgtgga gtgggagagc 1200 

aatgggcagc cggagaacaa ctacaagacc acgcctcccg tgctggactc cgacggctcc 1260 

ttcttcctct acagcaagct caccgtggac aagagcaggt ggcagcaggg gaacgtcttc 1320 

tcatgctccg tgatgcatga ggctctgcac aaccactaca cgcagaagag cctctccctg 1380 

tctccgggta aataa 1395 

<210> 35 

<211> 711 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Chimeric anti-PrP mAb L chain 



<400> 35 



atggacatga 


gggctcctgc 


acagattttt ggcttcttgt tgctcttgtt tccaggtacc 


60 


agatgtgaca 


tccagatgac 


ccagtctcca tcctccttat ctgcctctct gggagaaaga 


120 


gtcagtctca 


cttgtcgggc 


aagtcaggac attggtagta gtttaaactg gcttcaacag 


180 


gaaccagatg 


gaactattaa 


acgcctgatc tacgccacat ccagtttaga ttctggtgtc 


240 


cccaaaaggt 


tcagtggcag 


taggtctggg tcagattatt ctctcaccat cagcagcctt 


300 


gagtctgaag 


attttgtaga 


ctattactgt ctgcaatatg caaaatctcc gtacacgttc 


360 


ggagggggga 


ccaagctgga 


aataaaacgt acggtggctg caccatctgt cttcatcttc 


420 


cGgccatctg 


atgagcagtt 


gaaatctgga actgcctctg ttgtgtgcct gctgaataac 


480 


ttctatccca 


gagaggccaa 


agtacagtgg aaggtggata acgccotcca atcgggtaac 


540 


tcccaggaga 


gtgtcacaga 


gcaggacagc aaggacagca cctacagcct cagcagcacc 


600 


ctgacgctga 


gcaaagcaga 


ctacgagaaa cacaaagtct acgcctgcga agtcacccat 


660 


cagggcctga 


gctcgcccgt 


cacaaagagc ttcaacaggg gagagtgtta g 


711 



<210> 36 
<211> 480 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chimeric antl-PrP mAb H chain 
<400> 36 

Met Ser Ser Pro Gin Ala Leu Asn Thr Leu Thr Leu Thr Met Gly Trp 
15 10 15 

Ser Trp lie Phe Leu Leu Phe Leu Ser Gly Thr Ala Gly Val Leu Ser 
20 25 30 



Glu Val Gin Leu Gin Gin Ser Gly Pro Glu Val Val Lys Pro Gly Ala 
35 40 45 



Ser Leu Lys lie Pro Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 
50 55 60 



Asn Met Asp Trp Val Lys Gin Ser His Gly Lys Ser Leu Glu Trp lie 
65 70 75 80 



Gly Asp lie Asn Pro Asn Asn Gly Gly Thr Me Tyr Asn His Asn Phe 
85 90 95 



Thr Asp Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr 
100 105 110 



Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
115 120 125 



Ala Arg Ala Thr Ser Leu Val Asp Phe Asp Tyr Trp Gly Gin Gly Thr 
130 135 140 



Thr Leu Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 
145 150 155 160 



Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 
165 170 175 



Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 
180 185 190 



Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin 
195 200 205 



Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser 
210 215 220 



Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser 
225 230 235 240 



Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Arg Thr 
245 250 255 



His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser 
260 265 270 



Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lie Ser Arg 
275 280 285 



Thr Pro Glu Vat Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro 
290 295 300 



Glu Val Lys Phe Asn Trp Tyr Val Asp Gty Vat Glu Val His Asn Ala 
305 310 315 320 



Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val 
325 330 335 



Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr 
340 345 350 



Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Me Glu Lys Thr 
355 360 365 



Me Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu 
370 375 380 



Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys 
385 390 395 400 



Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu Trp Glu Ser 
405 410 415 



Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 
420 425 430 



Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 
435 440 445 



Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 
450 455 460 



Leu His Asn His Tyr Thr Gin Lys Ser 


Leu Ser Leu Ser Pro Gly Lys 


465 470 


475 480 


<210> 37 




<211> 238 




<212> PRT 




<213> Artificial Sequence 




<220> 




<223> Chimeric anti-PrP mAb L chai 


n 


<400> 37 




Met Lys Leu Pro Val Arg Leu Leu Val 


Leu Met Phe Trp 1 le Pro Ala 


1 5 


10 15 



Ser Ser Ser Asp Val Leu Met Thr Gin Thr Pro Leu Ser Leu Pro Val 
20 25 30 



Ser Leu Gly Asp Gin Ala Ser lie Ser Cys Arg Ser Ser Gin Ser He 
35 40 45 



Val His Thr Asn Gly Asn Thr Tyr Leu Glu Trp Phe Leu Gin Lys Pro 
50 55 60 



Gly Gin Ser Pro Lys Leu Leu lie Tyr Lys Val Ser Asn Arg Phe Ser 
65 70 75 80 



Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 
85 90 95 



Leu Lys Me Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys 
100 105 110 



Phe Gin Gly Ser Leu Val Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu 
115 120 125 



Glu lie Lys Arg Thr Val Ala Ala Pro Ser Val Phe lie Phe Pro Pro 
130 135 140 



Ser Asp Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu 
145 150 155 160 



Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn 
165 170 175 



Ala Leu Gin Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser 
180 185 190 



Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala 
195 200 205 



Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly 
210 215 220 



Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
225 230 235 



<210> 38 
<211> 476 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Chimeric anti-PrP mAb H chain 
<400> 38 

Met Ser lie Asp His Arg Pro Leu Thr Met Asn Phe Gly Leu Arg Leu 
15 10 15 



lie Phe Leu Val Leu Thr Leu Lys Gly Val Gin Cys Asp Val Lys Leu 
20 25 30 



Val Glu Ser Gty Glu Gly Leu Val Lys Pro Gly Gly Ser Leu Lys Leu 
35 40 45 



Ser Cys Ala Ala Ser Gty Me Thr Phe Ser Arg Tyr Ala Met Ser Trp 
50 55 60 



Val Arg Gin Thr Pro Glu Lys Arg Leu Glu Trp Val Ala Tyr lie Ser 
65 70 75 80 



Ser Gly Gly Asp Tyr lie Asn Tyr Ala Asp Thr Val Lys Gly Arg Phe 
85 90 95 



Thr Me Ser Arg Asp Asn Ala Arg Asn Thr Leu Tyr Leu Gin Met Ser 
100 105 110 



Ser Leu Lys Ser Glu Asp Thr Ala Met Tyr Tyr Cys Thr Arg Val Thr 
115 120 125 



Pro Tyr Trp Tyr Phe Asp Val Trp Gly Thr Gly Thr Thr Val Thr Val 
130 135 140 



Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser 
145 150 155 160 



Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys 
165 170 175 



Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu 
180 185 190 



Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu 
195 200 205 



Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr 
210 215 220 



Gin Thr Tyr Me Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val 



225 



230 



235 



240 



Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Arg Thr His Thr Cys Pro 
245 250 255 



Pro Cys Pro Ala Pro Glu Leu Leu Giy Gly Pro Ser Val Phe Leu Phe 
260 265 270 



Pro Pro Lys Pro Lys Asp Thr Leu Met Me Ser Arg Thr Pro Glu Val 
275 280 285 



Thr Cys Val Vat Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe 
290 295 300 



Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro 
305 310 315 320 



Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr 
325 330 335 



Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val 
340 345 350 



Ser Asn Lys Ala Leu Pro Ala Pro lie Glu Lys Thr lie Ser Lys Ala 
355 360 365 



Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg 
370 375 380 



Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly 
385 390 395 400 



Phe Tyr Pro Ser Asp Me Ala Val Glu Trp Glu Ser Asn Gly Gin Pro 
405 410 415 



Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser 
420 425 430 



Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin 
435 440 445 



Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His 
450 455 460 



Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
465 470 475 



<210> 39 
<211> 238 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chimeric anti-PrP mAb L chain 
<400> 39 

Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
15 10 15 



Gly Ser Thr Gly Asp Me Val Leu Thr Gin Ser Pro Ala Ser Leu Gly 
20 25 30 



Val Ser Leu Gly Gin Arg Ala Thr lie Ser Cys Arg Ala Ser Glu Ser 
35 40 45 



Val Asp Ser Tyr Gly Asn Ser Phe Met His Trp Tyr Gin Gin Lys Pro 
50 55 60 



Gly Gin Pro Pro Lys Val Leu lie Tyr Arg Ala Ser Asn Arg Glu Ser 
65 70 75 80 



Gly lie Pro Ala Arg Phe Ser Gly Ser Gly Ser Arg Thr Asp Phe Thr 
85 90 95 



Leu Thr lie Asn Pro Val Glu Ala Asp Asp Val Ala Thr Tyr Tyr Cys 
100 105 110 



Gin Gin Ser Asn G(u Asp Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu 
115 120 125 



Glu lie Lys Arg Thr Val Ala Ala Pro Ser Val Phe lie Phe Pro Pro 
130 135 140 



Ser Asp Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu 
145 150 155 160 



Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn 
165 170 175 



Ala Leu Gin Ser Gty Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser 
180 185 190 



Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala 
195 200 205 



Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly 
210 215 220 



Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
225 230 235 



<210> 40 
<211> 464 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chimeric anti-PrP mAb H chain 
<400> 40 

Met Glu Trp lie Trp He Phe Leu Phe lie Leu Ser Gty Thr Ala Gly 
15 10 15 



Val Gin Ser Gin Vat Gin Leu Leu Gin Ser Gly Ala Glu Leu Ala Arg 
20 25 30 



Pro Gly Ala Ser Val Lys Leu Ser Cys Lys Gly Ser Gly Tyr Thr Phe 
35 40 45 



Thr Ser Tyr Ser He Ser Trp Val Lys Gin Arg Thr Gly Gin Gly Leu 
50 55 60 



Glu Trp He Gly Glu He Tyr Pro Arg Ser Gly Asn Thr Tyr Tyr Asn 
65 70 75 80 



Glu Lys Phe Lys Asp Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser 
85 90 95 



Thr Ala Tyr Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val 
100 105 110 



Tyr Phe Cys Ala Thr Asp Tyr Leu Phe Ala Tyr Trp Gly Gin Gly Thr 
115 120 125 



Leu Val Thr Val Ser Ala Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 
130 135 140 



Leu Ata Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 
145 150 155 160 



Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 
165 170 175 



Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin 
180 185 190 



Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser 
195 200 205 



Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser 
210 215 220 



Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Arg Thr 
225 230 235 240 



His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser 
245 250 255 



Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lie Ser Arg 
260 265 270 



Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro 
275 280 285 



Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 
290 295 300 



Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val 
305 310 315 320 



Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr 
325 330 335 



Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Me Glu Lys Thr 
340 345 350 



He Ser Lys Ata Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu 
355 360 365 



Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys 
370 375 380 



Leu Val Lys Gly Phe Tyr Pro Ser Asp Me Ala Val Glu Trp Glu Ser 
385 390 395 400 



Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 
405 410 415 



Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 
420 425 430 



Arg Trp Gin Gin Gly Asn Vat Phe Ser Cys Ser Val Met His Glu Ala 
435 440 445 



Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
450 455 460 



<210> 41 
<211> 236 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chimeric anti-PrP mAb L chain 
<400> 41 

Met Asp Met Arg Ala Pro Ala Gin He Phe Gly Phe Leu Leu Leu Leu 
15 10 15 



Phe Pro Gly Thr Arg Cys Asp Me Gin Met Thr Gin Ser Pro Ser Ser 
20 25 30 



Leu Ser Ala Ser Leu Gly Glu Arg Val Ser Leu Thr Cys Arg Ala Ser 
35 40 45 



Gin Asp lie Gly Ser Ser Leu Asn Trp Leu Gin Gin Glu Pro Asp Gly 
50 55 60 



Thr lie Lys Arg Leu He Tyr Ala Thr Ser Ser Leu Asp Ser Gly Val 
65 70 75 80 



Pro Lys Arg Phe Ser Gly Ser Arg Ser Gly Ser Asp Tyr Ser Leu Thr 
85 90 95 



He Ser Ser Leu Glu Ser Glu Asp Phe Val Asp Tyr Tyr Cys Leu Gin 
100 105 110 



Tyr Ala Lys Ser Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu He 
115 120 125 



Lys Arg Thr Val Ala Ala Pro Ser Val Phe He Phe Pro Pro Ser Asp 
130 135 140 



Glu Gin Leu Lys Ser Gly Thr Ala Ser Vat Val Cys Leu Leu Asn Asn 
145 150 155 160 



Phe Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu 
165 170 175 



Gin Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp 
180 185 190 



Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr 
195 200 205 



Glu Lys His Lys Val Tyr Ala Cys Glu Vai Thr His Gin Gly Leu Ser 
210 215 220 



Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
225 230 235 



